SEQUENCE LISTING 



<110> Hirata, Yuichi 
Nezu, Junichi 

<120> Novel VEGF-like Factor 



<130> 50026/014001 

<140> 09/214,982 
<141> 1999-01-14 

<150> 8-185216 Japan 
<151> 1996-07-15 




<160> 34 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 354 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Tyr Arg Glu Trp Val Val Val Asn Val 

15 10 
Gin Leu Val Gin Gly Ser Ser Asn Glu His 

20 25 
Ser Gin Ser Thr Leu Glu Arg Ser Glu Gin 

35 40 
Ser Leu Glu Glu Leu Leu Arg lie Thr His 

50 55 
Trp Arg Cys Arg Leu Arg Leu Lys Ser Phe 
65 70 

Ser Ala Ser His Arg Ser Thr Arg Phe Ala 

85 90 
Glu Thr Leu Lys Val lie Asp Glu Glu Trp 

100 105 
Pro Arg Glu Thr Cys Val Glu Val Ala Ser 

115 120 
Asn Thr Phe Phe Lys Pro Pro Cys Val Asn 

130 135 
Cys Cys Asn Glu Glu Ser Leu lie Cys Met 
145 150 

lie Ser Lys Gin Leu Phe Glu lie Ser Val 
165 170 
Glu Leu Val Pro Val Lys Val Ala Asn His 
180 185 



Phe Met Met Leu 
Gly Pro 
Gin He 



Ser Glu 

60 
Thr Ser 
75 

Ala Thr 

Gin Arg 

Glu Leu 

Val Phe 
140 
Asn Thr 
155 

Pro Leu 
Thr Gly 



Val Lys 
30 

Arg Ala 
45 

Asp Trp 



Met Asp 

Phe Tyr 

Thr Gin 
110 
Gly Lys 
125 

Arg Cys 

Ser Thr 

Thr Ser 

Cys Lys 
190 



Tyr Val 
15 

Arg Ser 

Ala Ser 

Lys Leu 

Ser Arg 
80 

Asp He 
95 

Cys Ser 

Ser Thr 

Gly Gly 

Ser Tyr 
160 
Val Pro 
175 

Cys Leu 



1 



Pro Thr Ala Pro 
195 

lie Pro Glu Glu 
210 

Asp Met Leu Trp 
225 

Asn Pro Leu Ala 

Leu Cys Gly Pro 
260 

Cys Lys Thr Pro 
275 

Ser Cys Phe Glu 
290 

Lys Leu Phe His 
305 

His Thr Arg Pro 

Arg Phe Pro Lys 
340 

Asn Pro 



Arg His Pro Tyr 
200 

Asp Arg Cys Ser 
215 

Asp Ser Asn Lys 
230 

Gly Thr Glu Asp 
245 

His Met Met Phe 

Cys Pro Lys Asp 
280 

Cys Lys Glu Ser 
295 

Pro Asp Thr Cys 
310 

Cys Ala Ser Gly 
325 

Glu Lys Arg Ala 



Ser lie lie Arg 

His Ser Lys Lys 
220 

Cys Lys Cys Val 
235 

His Ser His Leu 
250 

Asp Glu Asp Arg 
265 

Leu lie Gin His 

Leu Glu Thr Cys 
300 

Ser Cys Glu Asp 
315 

Lys Thr Ala Cys 
330 

Ala Gin Gly Pro 
345 



Arg Ser lie Gin 
205 

Leu Cys Pro lie 

Leu Gin Glu Glu 
240 

Gin Glu Pro Ala 
255 

Cys Glu Cys Val 
270 

Pro Lys Asn Cys 
285 

Cys Gin Lys His 

Arg Cys Pro Phe 
320 

Ala Lys His Cys 
335 

His Ser Arg Lys 
350 



<210> 2 

<211> 2004 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (403) . . . (1464) 



tccttacaaa gcaactagaa 60 

caygaagtaa atttagagtg 12 0 

atttttggag aacattttga 180 

aaaaagcgta ccttgcctaa 240 

tggttttctg tgtgaagttt 3 00 

caattttctc tagctgcctg 360 

aa atg tac aga gag 414 
Met Tyr Arg Glu 
1 

tgg gta gtg gtg aat gtt ttc atg atg ttg tac gtc cag ctg gtg cag 462 
Trp Val Val Val Asn Val Phe Met Met Leu Tyr Val Gin Leu Val Gin 
5 10 15 20 

ggc tec agt aat gaa cat gga cca gtg aag cga tea tct cag tec aca 510 
Gly Ser Ser Asn Glu His Gly Pro Val Lys Arg Ser Ser Gin Ser Thr 
25 30 35 



<400> 2 

ccagctttct gtarctgtaa 
cctgcggcat acattggaga 
ctttcyaatt tcaggtagaa 
tttttttcat ctctctctcc 
ttgaaataat ttcattggat 
tgaggtttca aactttcctt 
atgtcaactg cttagtaatc 



gcattggtgg ccacaccacc 
gattttttta attttctgga 
gacatgtcca ccttctgatt 
ccacccctaa gattgtgcaa 
tttgatcaga actgatcatt 
ctggagaatg ccttttgaaa 
agtggatatt gaaatattca 



2 



• 



ttg gaa cga tct gaa cag cag ate agg get get tct agt ttg gag gaa 558 

Leu Glu Arg Ser Glu Gin Gin lie Arg Ala Ala Ser Ser Leu Glu Glu 

40 45 50 

eta ett ega att act eac tet gag gac tgg aag etg tgg aga tgc agg 606 

Leu Leu Arg lie Thr His Ser Glu Asp Trp Lys Leu Trp Arg Cys Arg 

55 60 65 

etg agg ete aaa agt ttt aec agt atg gae tet cgc tea gca tec cat 654 

Leu Arg Leu Lys Ser Phe Thr Ser Met Asp Ser Arg Ser Ala Ser His 

70 75 80 

egg tec act agg ttt gcg gca act tte tat gac att gaa aca eta aaa 702 

Arg Ser Thr Arg Phe Ala Ala Thr Phe Tyr Asp lie Glu Thr Leu Lys 

85 90 95 100 

gtt ata gat gaa gaa tgg caa aga act cag tgc age cct aga gaa aeg 750 

Val lie Asp Glu Glu Trp Gin Arg Thr Gin Cys Ser Pro Arg Glu Thr 

105 110 115 

tgc gtg gag gtg gcc agt gag etg ggg aag agt aec aac aca tte tte 798 

Cys Val Glu Val Ala Ser Glu Leu Gly Lys Ser Thr Asn Thr Phe Phe 

120 125 130 

aag ecc cct tgt gtg aae gtg tte ega tgt ggt gge tgt tgc aat gaa 846 

Lys Pro Pro Cys Val Asn Val Phe Arg Cys Gly Gly Cys Cys Asn Glu 

135 140 145 

gag age ett ate tgt atg aae aec age ace teg tae att tec aaa cag 894 

Glu Ser Leu lie Cys Met Asn Thr Ser Thr Ser Tyr lie Ser Lys Gin 

150 155 160 

ete ttt gag ata tea gtg cct ttg aca tea gta cct gaa tta gtg cct 942 

Leu Phe Glu lie Ser Val Pro Leu Thr Ser Val Pro Glu Leu Val Pro 

165 170 175 180 

gtt aaa gtt gee aat eat aca ggt tgt aag tgc ttg eea aea gee ecc 990 

Val Lys Val Ala Asn His Thr Gly Cys Lys Cys Leu Pro Thr Ala Pro 

185 190 195 

cgc cat eea tac tea att ate aga aga tec ate cag ate cct gaa gaa 1038 

Arg His Pro Tyr Ser lie lie Arg Arg Ser lie Gin lie Pro Glu Glu 

200 205 210 

gat cgc tgt tec cat tec aag aaa etc tgt cct att gac atg eta tgg 1086 

Asp Arg Cys Ser His Ser Lys Lys Leu Cys Pro lie Asp Met Leu Trp 

215 220 225 

gat age aac aaa tgt aaa tgt gtt ttg cag gag gaa aat eea ett get 1134 

Asp Ser Asn Lys Cys Lys Cys Val Leu Gin Glu Glu Asn Pro Leu Ala 

230 235 240 



9 



gga aca gaa gac cac tct cat etc cag gaa cca get etc tgt ggg cca 1182 
Gly Thr Glu Asp His Ser His Leu Gin Glu Pro Ala Leu Cys Gly Pro 
245 250 255 260 



cac atg atg ttt gac gaa gat cgt tge gag tgt gtc tgt aaa aca cca 1230 
His Met Met Phe Asp Glu Asp Arg Cys Glu Cys Val Cys Lys Thr Pro 
265 270 275 



tgt ccc aaa gat eta ate cag cac cec aaa aae tgc agt tge ttt gag 1278 
Cys Pro Lys Asp Leu lie Gin His Pro Lys Asn Cys Ser Cys Phe Glu 
280 285 290 



tgc aaa gaa agt ctg gag ace tgc tgc cag aag cac aag eta ttt cac 1326 
Cys Lys Glu Ser Leu Glu Thr Cys Cys Gin Lys His Lys Leu Phe His 
295 300 305 



cca gac ace tge age tgt gag gac aga tgc ccc ttt eat ace aga cca 1374 
Pro Asp Thr Cys Ser Cys Glu Asp Arg Cys Pro Phe His Thr Arg Pro 
310 315 320 



tgt gea agt ggc aaa aea gea tgt gca aag eat tgc cgc ttt cca aag 1422 
Cys Ala Ser Gly Lys Thr Ala Cys Ala Lys His Cys Arg Phe Pro Lys 
325 330 335 340 



gag aaa agg get gee eag ggg ccc cac age cga aag aat ect 14 64 

Glu Lys Arg Ala Ala Gin Gly Pro His Ser Arg Lys Asn Pro 
345 350 



tgattcagcg tteeaagttc cccatceetg teatttttaa eagcatgctg ctttgccaag 1524 

ttgctgtcae tgtttttttc ceaggtgtta aaaaaaaaat ceattttaca eageaccaca 1584 

gtgaatccag aceaaecttc eatteaeaec agetaaggag tccctggtte attgatggat 1644 

gtcttctagc tgeagatgcc tetgcgeaee aaggaatgga gaggagggga eeeatgtaat 1704 

ecttttgttt agttttgttt ttgttttttg gtgaatgaga aaggtgtgct ggtcatggaa 1764 

tggeaggtgt eatatgaetg attaeteaga geagatgagg aaaactgtag tetctgagte 1824 

ctttgetaat egeaaetctt gtgaattatt etgattettt tttatgeaga atttgatteg 1884 

tatgatcagt aetgaetttc tgattaetgt eeagettata gtctteeagt ttaatgaaet 1944 

aeeatctgat gttteatatt taagtgtatt taaagaaaat aaacaeeatt atteaagtct 2004 



<210> 3 

<211> 16 

<212> PRT 

<213> Homo sapiens 



<400> 3 

Cys Gly Pro Asn Lys Glu Leu Asp Glu Asn Thr Cys Gin Cys Val Cys 
15 10 15 



<210> 4 
<211> 27 
<212> DNA 



4 





<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 



<400> 4 

agggatgggg aacttggaac gctgaat 



27 



<210> 5 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 5 

gatctaatcc agcaccccaa aaactgc 27 

<210> 6 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<210> 7 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 7 

ctggttcggc ccagaacttg gaacgctgaa tea 3 3 

<210> 8 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<400> 6 

ccatcctaat acgactcact atagggc 



27 



<400> 8 

ctcgctcgcc cactaatacg actcactata gg 



32 



5 



<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 9 

aattaaccct cactaaaggg 

<210> 10 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 10 

ccagggtttt cccagtcacg ac 

<210> 11 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 11 

actcactata gggctcgagc ggc 

<210> 12 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 12 

aagtctggag acctgct 

<210> 13 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 





<400> 13 

cagcaggtct ccagact 



17 



<210> 14 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 14 

cgcacccaag gaatgga 17 

<210> 15 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 15 

tgacacctgg ccattcca 18 

<210> 16 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic DNA 
<400> 16 

catcagatgg tagttcat 18 

<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 17 

atgctgagcg agagtccata 2 0 

<210> 18 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



7 



<220> 

<223> Synthetic DNA 
<400> 18 

cactaggttt gcggcaactt 

<210> 19 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 19 

gctgttggca agcacttaca 

<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 20 

gatccatcca gatccctgaa 

<210> 21 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 21 

cagatcaggg ctgcttcta 

<210> 22 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic DNA 
<400> 22 

tccagatctt ttgcggcaac tttctatgac 



<210> 23 



• 



<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 23 

caggtcgact caaacaggca ctaattcagg tac 33 

<210> 24 

<211> 1581 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (96) . . . (1169) 

<221> misc_feature 
<222> (1) . . . (1581) 
<223> n = A,T,C or G 



<400> 24 

ttccgggctt tgctggagaa tgccttttgc aacacttttc agtagctgcc tggaaacaac 
tgcttagtca tcggtagaca tttaaaatat tcaaa atg tat gga gaa tgg gga 



60 
113 



Met Tyr Gly Glu Trp Gly 
1 5 



^tg ggg aat ate etc atg atg ttc cat gtg tac ttg gtg cag ggc ttc 
Met Gly Asn lie Leu Met Met Phe His Val Tyr Leu Val Gin Gly Phe 
10 15 20 



161 



agg age gaa cat gga cca gtg aag gat ttt tct ttt gag cga tea tec 
Arg Ser Glu His Gly Pro Val Lys Asp Phe Ser Phe Glu Arg Ser Ser 
25 30 35 



209 



egg tec atg ttg gaa cga tct gaa eaa cag ate cga gea get tct agt 
Arg Ser Met Leu Glu Arg Ser Glu Gin Gin lie Arg Ala Ala Ser Ser 
40 45 50 



257 



ttg gag gag ttg etg eaa ate gcg eac tct gag gae tgg aag ctg tgg 
Leu Glu Glu Leu Leu Gin lie Ala His Ser Glu Asp Trp Lys Leu Trp 
55 60 65 70 



305 



cga tgc egg ttg aag etc aaa agt ett gee agt atg gae tea ege tea 
Arg Cys Arg Leu Lys Leu Lys Ser Leu Ala Ser Met Asp Ser Arg Ser 
75 80 85 



353 



gca tee eat ege tee ace aga ttt gcg gea act ttc tat gae act gaa 
Ala Ser His Arg Ser Thr Arg Phe Ala Ala Thr Phe Tyr Asp Thr Glu 



401 



9 



• 



90 95 100 

aca eta aaa gtt ata gat gaa gaa tgg cag agg acc caa tgc age cct 44 9 

Thr Leu Lys Val lie Asp Glu Glu Trp Gin Arg Thr Gin Cys Ser Pro 

105 110 115 

aga gag aca tgc gta gaa gtc gcc agt gag ctg ggg aag aca acc aac 4 97 

Arg Glu Thr Cys Val Glu Val Ala Ser Glu Leu Gly Lys Thr Thr Asn 

120 125 130 

aca ttc ttc aag ccc ccc tgt gta aat gtc ttc egg tgt gga ggc tgc 545 

Thr Phe Phe Lys Pro Pro Cys Val Asn Val Phe Arg Cys Gly Gly Cys 

135 140 145 150 

tgc aac gaa gag ggt gtg atg tgt atg aac aca age ace tec tac ate 5 93 

Cys Asn Glu Glu Gly Val Met Cys Met Asn Thr Ser Thr Ser Tyr lie 

155 ^ 160 165 

tec aaa cag etc ttt gag ata tea gtg cct ctg aca tea gtg ccc gag 641 

Ser Lys Gin Leu Phe Glu lie Ser Val Pro Leu Thr Ser Val Pro Glu 

170 175 180 

tta gtg cct gtt aaa att gcc aac cat acg ggt tgt aag tgc ttg ccc 689 

Leu Val Pro Val Lys lie Ala Asn His Thr Gly Cys Lys Cys Leu Pro 

185 190 195 

acg ggc ccc cge cat cet tac tea att ate aga aga tee att cag ace 737 

Thr Gly Pro Arg His Pro Tyr Ser lie lie Arg Arg Ser lie Gin Thr 

200 205 210 

cca gaa gaa gat gaa tgt cet eat tec aag aaa etc tgt cct att gac 785 

Pro Glu Glu Asp Glu Cys Pro His Ser Lys Lys Leu Cys Pro lie Asp 

215 220 225 230 

atg ctg tgg gat aac ace aaa tgt aaa tgt gtt ttg caa gac gag act 833 

Met Leu Trp Asp Asn Thr Lys Cys Lys Cys Val Leu Gin Asp Glu Thr 

235 240 245 

cca ctg cet ggg aca gaa gac cac tet tac etc cag gaa ccc act etc 881 

Pro Leu Pro Gly Thr Glu Asp His Ser Tyr Leu Gin Glu Pro Thr Leu 

250 255 260 

tgt gga ccg cac atg acg ttt gat gaa gat cge tgt gag tgc gtc tgt 92 9 

Cys Gly Pro His Met Thr Phe Asp Glu Asp Arg Cys Glu Cys Val Cys 

265 270 275 

aaa gea cca tgt ccg gga gat etc att cag cac ccg gaa aac tgc agt 977 

Lys Ala Pro Cys Pro Gly Asp Leu lie Gin His Pro Glu Asn Cys Ser 

280 285 290 

tgc ttt gag tgc aaa gaa agt ctg gag age tgc tgc caa aag cac aag 1025 



10 



• 



Cys Phe Glu Cys Lys Glu Ser Leu Glu Ser Cys Cys Gin Lys His Lys 
295 300 305 310 

att ttt cac cca gac acc tgc age tgt gag gac aga tgt cct ttt cac 1073 
lie Phe His Pro Asp Thr Cys Ser Cys Glu Asp Arg Cys Pro Phe His 
315 320 325 

acc aga aca tgt gca agt aga aag cca gcc tgt gga aag cac tgg cgc 1121 
Thr Arg Thr Cys Ala Ser Arg Lys Pro Ala Cys Gly Lys His Trp Arg 
330 335 340 

ttt cca aag gag aca agg gcc cag gga etc tac age cag gag aac cct 1169 
Phe Pro Lys Glu Thr Arg Ala Gin Gly Leu Tyr Ser Gin Glu Asn Pro 
345 350 355 

tgattcaact tcctttcaag tccccccate tetgteattt taaacagctc actgctttgt 1229 

caagttgetg tcactgttge ceactaeece tgeecccccc cceccccgcc tccaggtgtt 1289 

agaaaagttg atttgaccta gtgtcatggt aaagceaeat ttccatgcaa tggcggctag 1349 

gtgattcccc agttcactga caaatgactt gtagcttcaa atgtctttgc gecatcanca 1409 

cteaaaaagg aaggggtctg aagaaccect tgtttgataa ataaaaacag gtgectgaaa 1469 

caaaatatta ggtgecactc gattgggtcc ctegggetgg ceaaattcca agggcaatgc 1529 

tectgaattt attgtgcccc ttecttaatg eggaatttcc ttttgtttga tt 1581 

<210> 25 
<211> 1491 
<212> DNA 
<213> Rat rattus 

<220> 
<221> CDS 

<222> (270) . . . (1247) 
<400> 25 

gecacctctt gattatttgt gcagcgggaa actttgaaat agttttcatc tctttctccc 60 
atactaagat tgtgtgtggc cgtgggggag tcettgacta acteaagtca ttteattgga 120 
ttttgattae aactgatcat gtgatatttt tttceatgta aagttttggg gettcaaact 180 
ttgcttctgg agaatgcctt ttgcaacact ttteagtagc tgcetggaaa caactgctta 240 
gccatcagtg gacatttgaa atatteaaa atg tat gga gag tgg gcc gca gtg 2 93 

Met Tyr Gly Glu Trp Ala Ala Val 
1 5 

aat att etc atg atg tec tat gtg tac etg gtg cag gge tte agt att 341 
Asn lie Leu Met Met Ser Tyr Val Tyr Leu Val Gin Gly Phe Ser lie 
10 15 20 

gaa cac cga gca gtg aag gat gtt tct ett gag cga tea tec egg tct 389 
Glu His Arg Ala Val Lys Asp Val Ser Leu Glu Arg Ser Ser Arg Ser 
25 30 35 40 

gtg ttg gaa cgt tct gaa eaa cag ate cgc gcg get tct act ttg gaa 437 
Val Leu Glu Arg Ser Glu Gin Gin lie Arg Ala Ala Ser Thr Leu Glu 
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45 50 55 

gag ttg ctg caa gtc gca cac tct gag gac tgg aag ctg tgg egg tgc 4 85 

Glu Leu Leu Gin Val Ala His Ser Glu Asp Trp Lys Leu Trp Arg Cys 

60 65 70 

egg ttg aag ctt aaa agt ctt gcc aat gtg gac teg egc tea aca tee 533 

Arg Leu Lys Leu Lys Ser Leu Ala Asn Val Asp Ser Arg Ser Thr Ser 

75 80 85 

eat ege tee aee aga ttt geg gea act tte tat gat act gaa aea eta 581 

His Arg Ser Thr Arg Phe Ala Ala Thr Phe Tyr Asp Thr Glu Thr Leu 

90 95 100 

aaa gtt ata gat gaa gaa tgg cag agg aee caa tgc age cet aga gag 629 

Lys Val lie Asp Glu Glu Trp Gin Arg Thr Gin Cys Ser Pro Arg Glu 

105 110 115 120 

aca tgc gta gaa gtc gcc agt gag ctg ggg aag aca acc aac aca ttt 677 

Thr Cys Val Glu Val Ala Ser Glu Leu Gly Lys Thr Thr Asn Thr Phe 

125 130 135 

tte aag ecc cet tgt gta aat gtc tte egg tgt gga gga tgc tgc aat 725 

Phe Lys Pro Pro Cys Val Asn Val Phe Arg Cys Gly Gly Cys Cys Asn 

140 145 150 

gaa gag age gtg atg tgt atg aac aca age acc tec tac ate tec aaa 773 

Glu Glu Ser Val Met Cys Met Asn Thr Ser Thr Ser Tyr lie Ser Lys 

155 160 165 

cag etc ttt gag ata tea gtg ect ctg aca tea gtg eee gag tta gtg 821 

Gin Leu Phe Glu lie Ser Val Pro Leu Thr Ser Val Pro Glu Leu Val 

170 175 180 

cet gtt aaa att gcc aac cat aeg ggt tgt aag tgt ttg ccc acg gge 869 

Pro Val Lys lie Ala Asn His Thr Gly Cys Lys Cys Leu Pro Thr Gly 

185 190 195 200 

eee egg cat cet tat tea att ate aga aga tee att cag ate cca gaa 917 

Pro Arg His Pro Tyr Ser lie lie Arg Arg Ser lie Gin lie Pro Glu 

205 210 215 

gaa gat caa tgt cet cat tec aag aaa etc tgt ect gtt gac atg ctg 965 

Glu Asp Gin Cys Pro His Ser Lys Lys Leu Cys Pro Val Asp Met Leu 

220 225 230 

tgg gat aac ace aaa tgt aaa tgt gtt tta caa gat gag aat cca ctg 1013 

Trp Asp Asn Thr Lys Cys Lys Cys Val Leu Gin Asp Glu Asn Pro Leu 

235 240 245 

cet ggg aea gaa gac cac tet tac etc cag gaa ccc get etc tgt gga 1061 
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Pro Gly Thr Glu Asp His Ser Tyr Leu Gin Glu Pro Ala Leu Cys Gly 
250 255 260 

cca cac atg atg ttt gat gaa gat cgc tgc gag tgt gtc tgt aaa gca 1109 
Pro His Met Met Phe Asp Glu Asp Arg Cys Glu Cys Val Cys Lys Ala 
265 270 275 280 

cca tgt cct gga gat etc att cag cac ccg gaa aac tgc agt tgc ttt 1157 
Pro Cys Pro Gly Asp Leu lie Gin His Pro Glu Asn Cys Ser Cys Phe 
285 290 295 

gaa tgc aaa gaa agt ctg gaa age tgt tgc caa aag cac aag atg ttt 1205 
Glu Cys Lys Glu Ser Leu Glu Ser Cys Cys Gin Lys His Lys Met Phe 
300 305 310 

cac cct gac acc tgc aga tea atg gtc ttt tea ctg tec cct 1247 
His Pro Asp Thr Cys Arg Ser Met Val Phe Ser Leu Ser Pro 
315 320 325 

taatttggtt tactggtgac atttaaagga catactaacc tgatttattg gggctctttt 1307 

etetcagggc ceaagcacac tcttaaagga acacagaegt ttggcctcta agaaatacat 1367 

ggaagtatta tagagtgatg attaaattgt cttcttgttt caaacagggt ctcatgatta 1427 

cagacccgta ttgceatgcc tgccgtcatg ctatcatgag cggaaaagaa tcactggcat 1487 

ttaa 1491 

<210> 26 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 26 

getgcgagtg tgt e tgt aaa 2 0 

<210> 27 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 27 

gggtagtggg caacagtgae agcaa 2 5 

<210> 28 

<211> 104 

<212> PRT 

<213> Homo sapiens 
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<400> 28 

His Leu Gin Glu Pro Ala Leu Gys Gly Pro His Met Met Phe Asp Glu 

15 10 15 

Asp Arg Cys Glu Cys Val Cys Lys Thr Pro Cys Pro Lys Asp Leu lie 

20 25 30 

Gin His Pro Lys Asn Cys Ser Cys Phe Glu Cys Lys Glu Ser Leu Glu 

35 40 45 

Thr Cys Cys Gin Lys His Lys Leu Phe His Pro Asp Thr Cys Ser Cys 

50 55 60 

Glu Asp Arg Cys Pro Phe His Thr Arg Pro Cys Ala Ser Gly Lys Thr 
65 70 75 80 

Ala Cys Ala Lys His Cys Arg Phe Pro Lys Glu Lys Arg Ala Ala Gin 

85 90 95 

Gly Pro His Ser Arg Lys Asn Pro 
100 

<210> 29 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met His Leu Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 

15 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 

20 25 30 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 

35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Phe Gin Leu Arg Ser Val Ser 

50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 70 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 

85 90 95 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 

100 105 110 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 

115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 

130 135 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 

165 170 175 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 

180 185 190 

Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 

195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 

210 215 220 

He Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
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225 230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 

245 250 255 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 

260 265 270 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 

275 280 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 

290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 

325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 

340 345 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 

355 360 365 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 

370 375 380 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Lys Arg Pro 
405 410 415 

Gin Met Ser 



<210> 30 
<211> 211 
<212> PRT 

<213> Homo sapiens 



<400> 30 
Met Arg Thr Leu 
1 

His Val Leu Ala 
20 

Leu Ala Arg Ser 
35 

Glu lie Asp Ser 
50 

Ala His Gly Val 
65 

Pro lie Arg Arg 

Lys Thr Arg Thr 
100 

Thr Ser Ala Asn 
115 

Cys Thr Gly Cys 
130 

Val His His Arg 



Ala Cys Leu Leu 
5 

Glu Glu Ala Glu 

Gin lie His Ser 
40 

Val Gly Ser Glu 
55 

His Ala Thr Lys 
70 

Lys Arg Ser lie 
85 

Val lie Tyr Glu 

Phe Leu lie Trp 
120 

Cys Asn Thr Ser 
135 

Ser Val Lys Val 



Leu Leu Gly Cys 
10 

lie Pro Arg Glu 
25 

lie Arg Asp Leu 

Asp Ser Leu Asp 
60 

His Val Pro Phe 
75 

Glu Glu Ala Val 
90 

lie Pro Arg Ser 
105 

Pro Pro Cys Val 

Ser Val Lys Cys 
140 

Ala Lys Val Glu 



Gly Tyr Leu Ala 
15 

Val He Glu Arg 
30 

Gin Arg Leu Leu 
45 

Thr Ser Leu Arg 

Lys Arg Pro Leu 
80 

Pro Ala Val Cys 
95 

Gin Val Asp Pro 
110 

Glu Val Lys Arg 
125 

Gin Pro Ser Arg 
Tyr Val Arg Lys 
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• 



145 

Lys Pro Lys Leu 

Cys Ala Cys Ala 
180 

Thr Gly Arg Pro 
195 

Lys Pro Thr 
210 



150 

Lys Glu Val Gin 
165 

Thr Thr Ser Leu 

Arg Glu Ser Gly 
200 



155 

Val Arg Leu Glu 
170 

Asn Pro Asp Tyr 
185 

Lys Lys Arg Lys 



160 

Glu His Leu Glu 
175 

Arg Glu Glu Asp 
190 

Arg Lys Arg Leu 
205 



<210> 31 

<211> 241 

<212> PRT 

<213> Homo sapiens 



<400> 31 
Met Asn Arg Cys 
1 

Leu Val Ser Ala 
20 

Leu Ser Asp His 
35 

His Gly Asp Pro 
50 

Thr Arg Ser His 
65 

Arg Ser Leu Gly 

Cys Lys Thr Arg 
100 

Arg Thr Asn Ala 
115 

Arg Cys Ser Gly 
130 

Gin Val Gin Leu 
145 

Lys Lys Pro lie 

Ala Cys Lys Cys 
180 

Pro Gly Gly Ser 
195 

Thr lie Arg Thr 
210 

Lys Phe Lys His 

225 

Ala 



Trp Ala Leu Phe 
5 

Glu Gly Asp Pro 

Ser lie Arg Ser 
40 

Gly Glu Glu Asp 
55 

Ser Gly Gly Glu 
70 

Ser Leu Thr lie 
85 

Thr Glu Val Phe 

Asn Phe Leu Val 
120 

Cys Cys Asn Asn 
135 

Arg Pro Val Gin 
150 

Phe Lys Lys Ala 
165 

Glu Thr Val Ala 

Gin Glu Gin Arg 
200 

Val Arg Val Arg 
215 

Thr His Asp Lys 
230 



Leu Ser Leu Cys 
10 

lie Pro Glu Glu 
25 

Phe Asp Asp Leu 

Gly Ala Glu Leu 
60 

Leu Glu Ser Leu 
75 

Ala Glu Pro Ala 
90 

Glu lie Ser Arg 
105 

Trp Pro Pro Cys 

Arg Asn Val Gin 
140 

Val Arg Lys lie 
155 

Thr Val Thr Leu 
170 

Ala Ala Arg Pro 
185 

Ala Lys Thr Pro 

Arg Pro Pro Lys 
220 

Thr Ala Leu Lys 
235 



Cys Tyr Leu Arg 
15 

Leu Tyr Glu Met 
30 

Gin Arg Leu Leu 
45 

Asp Leu Asn Met 

Ala Arg Gly Arg 
80 

Met He Ala Glu 
95 

Arg Leu lie Asp 
110 

Val Glu Val Gin 
125 

Cys Arg Pro Thr 

Glu He Val Arg 
160 

Glu Asp His Leu 
175 

Val Thr Arg Ser 
190 

Gin Thr Arg Val 
205 

Gly Lys His Arg 

Glu Thr Leu Gly 
240 



<210> 32 
<211> 170 
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<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Pro Val Met Arg Leu Phe Pro Cys Phe Leu Gin Leu Leu Ala Gly 

15 10 15 

Leu Ala Leu Pro Ala Val Pro Pro Gin Gin Trp Ala Leu Ser Ala Gly 

20 25 30 

Asn Gly Ser Ser Glu Val Glu Val Val Pro Phe Gin Phe Val Trp Gly 

35 40 45 

Arg Ser Tyr Cys Arg Ala Leu Glu Arg Leu Val Asp Val Val Ser Glu 

50 55 60 

Tyr Pro Ser Glu Val Glu His Met Phe Ser Pro Ser Cys Val Ser Leu 
65 70 75 80 

Leu Arg Cys Thr Gly Cys Cys Gly Asp Glu Asn Leu His Cys Val Pro 

85 90 95 

Val Glu Thr Ala Asn Val Thr Met Gin Leu Leu Lys lie Arg Ser Gly 

100 105 110 

Asp Arg Pro Ser Tyr Val Glu Leu Thr Phe Ser Gin His Val Arg Cys 

115 120 125 

Glu Cys Arg Pro Leu Arg Glu Lys Met Lys Pro Glu Arg Arg Arg Pro 

130 135 140 

Lys Gly Arg Gly Lys Arg Arg Arg Glu Lys Gin Arg Pro Thr Asp Cys 
145 150 155 160 

His Leu Cys Gly Asp Ala Val Pro Arg Arg 
165 170 



<210> 33 

<211> 232 

<212> PRT 

<213> Homo sapiens 



<400> 33 
Met Asn Phe Leu 
1 

Tyr Leu His His 
20 

Gly Gly Gin Asn 
35 

Arg Ser Tyr Cys 
50 

Tyr Pro Asp Glu 
65 

Met Arg Cys Gly 

Thr Glu Glu Ser 
100 

Gin Gly Gin His 
115 

Glu Cys Arg Pro 
130 



Leu Ser Trp Val 
5 

Ala Lys Trp Ser 

His His Glu Val 
40 

His Pro lie Glu 
55 

lie Glu Tyr lie 
70 

Gly Cys Cys Asn 
85 

Asn lie Thr Met 

He Gly Glu Met 
120 

Lys Lys Asp Arg 
135 



His Trp Ser Leu 
10 

Gin Ala Ala Pro 
25 

Val Lys Phe Met 

Thr Leu Val Asp 
60 

Phe Lys Pro Ser 
75 

Asp Glu Gly Leu 
90 

Gin He Met Arg 
105 

Ser Phe Leu Gin 

Ala Arg Gin Glu 
140 



Ala Leu Leu Leu 
15 

Met Ala Glu Gly 
30 

Asp Val Tyr Gin 
45 

He Phe Gin Glu 

Cys Val Pro Leu 
80 

Glu Cys Val Pro 
95 

He Lys Pro His 
110 

His Asn Lys Cys 
125 

Lys Lys Ser Val 
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Arg Gly Lys Gly Lys 
145 

Lys Ser Trp Ser Val 
165 

Ser Leu Pro Gly Pro 
180 

His Leu Phe Val Gin 
195 

Thr Asp Ser Arg Cys 
210 

Cys Arg Cys Asp Lys 
225 



Gly Gin Lys Arg Lys 
150 

Tyr Val Gly Ala Arg 
170 

His Pro Cys Gly Pro 
185 

Asp Pro Gin Thr Cys 
200 

Lys Ala Arg Gin Leu 

215 
Pro Arg Arg 
230 



Arg Lys Lys Ser Arg Tyr 
155 160 
Cys Cys Leu Met Pro Trp 
175 

Cys Ser Glu Arg Arg Lys 
190 

Lys Cys Ser Cys Lys Asn 
205 

Glu Leu Asn Glu Arg Thr 
220 



4^ 



<210> 34 
<211> 188 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Ser Pro Leu Leu Arg Arg Leu Leu Leu Ala Ala Leu Leu Gin Leu 

15 10 15 

Ala Pro Ala Gin Ala Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin 

20 25 30 

Arg Lys Val Val Ser Trp lie Asp Val Tyr Thr Arg Ala Thr Cys Gin 

35 40 45 

Pro Arg Glu Val Val Val Pro Leu Thr Val Glu Leu Met Gly Thr Val 

50 55 60 

Ala Lys Gin Leu Val Pro Ser Cys Val Thr Val Gin Arg Cys Gly Gly 
65 70 75 80 

Cys Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin 

85 90 ' 95 

Val Arg Met Gin lie Leu Met lie Arg Tyr Pro Ser Ser Gin Leu Gly 

100 105 110 

Glu Met Ser Leu Glu Glu His Ser Gin Cys Glu Cys Arg Pro Lys Lys 

115 120 125 

Lys Asp Ser Ala Val Lys Pro Asp Ser Pro Arg Pro Leu Cys Pro Arg 

130 135 140 

Cys Thr Gin His His Gin Arg Pro Asp Pro Arg Thr Cys Arg Cys Arg 
145 150 155 160 

Cys Arg Arg Arg Ser Phe Leu Arg Cys Gin Gly Arg Gly Leu Glu Leu 

165 170 175 

Asn Pro Asp Thr Cys Arg Cys Arg Lys Leu Arg Arg 
180 185 
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